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NCBI Nucleotide

(https://www.ncbi.nlm.nih.gov/nucleotide/)

The National Centre for Biotechnology Information Nucleotide database
has sequences from

GenBank (https://www.ncbi.nlm.nih.gov/genbank/)
RefSeq (https://www.ncbi.nlm.nih.gov/refseq/)
TPA (https://www.ncbi.nlm.nih.gov/genbank/tpa/)
PDB (www.rcsb.org/pdb).

https://www.ncbi.nlm.nih.gov/nucleotide/
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Step 1

Open any web browser and type/enter pubmed.ncbi.nlm.nih.gov in the address
bar and Click enter
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pubmed.ncbi.nlm.nih.gov homepage will open
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COVID-13 is an emerging, rapidly evelving situation.
Get the latest public health information fram CDC: hitps:/fwwaww. coronavirus. gow .

Get the latest research from NIH: hitps:/ifwww nih.gov/coronavirus.

Find NCEI SARS-Co\-2 literature, sequence, and clinical content: https:(fvvne. ncbi.nlm. nih.gow'sars-cov-27.
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Step 2

Click on dropdown menu(All Databases) and select
Nucleotide database by clicking on Nucleotide
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Nucleotide database is selected
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Step 3

Enter the name of the gene in the search bar
(MTHEFR in this example) and click on search
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https://www.ncbi.nlm.nih.gov/nuccore/?term=MTHFR page will open
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Step 4

Click on the FASTA to obtain the nucleotide sequence of the Mus musculus MTHFR
gene (Sequence no. 2 i.e. sequence of your interest in this example)
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https://www.ncbi.nlm.nih.gov/nuccore/?term=MTHFR

https://www.ncbi.nIlm.nih.gov/nuccore/AH007491.2?report=fasta page will open and

the nucleotide sequence of the Mus musculus MTHFR gene, complete cds will open.

Step 5
Click on send to

ncbi.nlm.nih.gov/nuccore/AH007491.27report=Ffasta Q
= NCBI Resources Sign in to NCBI
Nucleofide Nucleotide v | [ searcn

Advanced Help

COVID-19 iz an emerging, rapidly evojing situation.
_ Get the latest public health information from COC: hiips://www. coronavirus gov .
i Get the latest research from NIH: hitps:/) nih.gowvicoronaviry:
Find MCEI SARS-CoV-2 literature, sequence, and clinical contentfhttps ffunne nebi 1

Imn_nih.govisars-cov-2/.

FASTA « ﬁ Send to: = .

Change region shown -
Mus musculus methylenetetrahydrofolate reductase gene, complete cds i

Customize view -
GenBank: AHO0T491.2
GenBank  Graphics
>AHB@7401.2 Mus musculus methylenetetrahydrofolate reductase gene, complete cds Analyze this sequence =
GGETTTGETACCAGCCCTATAAT ACCCCCGECCCCCACCCTCTACAGCAGGAAT CCAGCCATGATGAACE Run BLAST
AGGCCAGAGGAAGTGOCAGTCCCAACCCGCGATC TRAGOGCAGCAGCAGTEOCAGCRAGAGT TCCAAGRA
CAGTTCAAGATGTTCCACCCCCAGCCTGRACCCAGAGCGECACGAGAGACT CCGGEAGAAGATGAGGCGE Pick Primers

AGAATGEACTCTAATGACAAGTGAT TCTCCCTGRAGTTCTTCCCCCCTCRAACTGTGAGGAAGCTGTTA
ACCTCATCTCCAGGTGAGTAGGGAGGT TAATCCGOGGEEETCGGCAGGCT TCAGGEEAGCGTGNMNNNNNY
MINNENNMA NN NSNS NN NN N NSHNNNNNNNENANMINN NN NNNN NSNS Find in this Sequence
MHNNENNMNR N ANRN NNNNNNGAGC TCCCTATT TACCCCAGGAGCCTAC T TAAGEAGRAAATCCCCTA
CAGGTTTGACCGRATGECAGCAGEEEGCCCCCTCTTCATAGATGTTACCTGGLACCCAGCTGEAGACCCT
GOCTCAGACAAGRAGACCTCCTCCATEATGATCGOCAGCACAGCAGTAAACTACTECGECTTGEAAACCA

Highlight Sequancs Features

TCCTGCATATGACC TG TRCCAGCAGCGC CCAEAGEAGATCACAGECCATCTGCACAGAGCCAAGCAGCT Articles about the Mthfr gene =)
GGECCTGAAGAACATAATGGCGCTGAGGEGAGGTGTGECGCCAGCACCCCTCCTCTTTGRETTCTTGLTT Impaired folate 1-carbon metabolism causes
TCCTGAAGGC T THMNMMAINMMNRNNMHEN MMNNNENNNNRNANNNENNNNNNEN NN NNNRNNN formate-preventable hydroce [J Clin Invest. 2020]
MIEHINRNNMRRINANMNRENENMMNRNM NN NN MNNENNT C TGGAGE T CAGGGGACACCCAGTGACC

ATGACCTCCAGCAACCCTGCAGACCCTGTAGGTGACCACTGGEAAGLAGAGGAAGGAGGCTTCAGLTATG One-carbon metabolism supplementation
CCACAGACCTGETGAMGCACATCCGEACCGAGTTTACTGACTATTTTGACATCTGTGTGGCAGGTAAGTG improves outcome after strc [Meurobiol Dis. 2019]
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TRV T TR T LR LT O T LT O TR TR R TR e R T P R T TR T
NNNGCAGETAGGT TGAGACCAGCCCCCCTACTCTTCTTGTCTCCTCOTAATAGGT TACCCCAGAGGLCAC
COCOATGCAGAGAGCTTCRAGOATGACC TEAAGCATT TOAAGRAGAAGOTATC TACAGGCGCCGACTTCA
TTATCACTCAGCTCTTCTTTGAGGCCAGCACCTTCTTCAGCTTTATGAAGGCCTACACAGAGATAGGCAT
CTCTTGCCCTATCCTGLCTGOGATCTTCCCTATTCAGATGAGGGACTTREEAGGACCTGATTCCCTCCGT
CCAGTGCATGCGEAAGTNMMMNMNMMNMNNRNNNNRNMNNNERNNNARNNNNNE NNNERRNNRNRN NN

The interaction of maternal diabetes with
mutations that affect folate metat [Dev Dyn. 2019]
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Step 6
First click on file under Choose destination section and then

on create file
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CQVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: hitps:/iwww. coronavirus.gov .

0 Get the latest research from NIH: https://www.nih.govicoronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https:/iwww.ncbi.nlm.nih. gov/sars-cov-2/.
FASTA = Send to: - N
- 1 shown v
@ Complete Record '
Mus musculus methyleneteirahydrofolate reductase gene, compl: Ocoding sequences F‘
GenBank: AHO07491.2 Choose Destination
GenBank Graphics (O clipboard r
»AHB@7491.2 Mus musculus methylenetetrahydrofolate reductase gene, complete cds C)Analysis Tool fquence i
GEGTTTGGETACCAGCCCTATAATACCCCCGGUCCCCACCCTCTACAGCAGGAAT CCAGCCATGAETGAACG

AGGCCAGAGGAAGTGGCAGTCCCAACCCGCGATCTGAGGGCAGCAGCAGTGGCAGCGAGAGTTCCAAGGA

CAGTTCAAGATGTTCCACCCCCAGCCTGGACCCAGAGCGGCACGAGAGACTCCGGGAGAAGATGAGGCGC Download 1 item.

AGAATGGACTCTGGTGACAAGTGGT TCTCCCTGGAGTTCTTCCCCCCTCGAACTGCTGAGGGAGCTGTTA Format '
ACCTCATCTCCAGGTGAGTAGGGAGGTTAATCCGCGGGEGT CGGCAGGCTTCAGGGGAGCGTGNNNNNNN e Features
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NNNNNNN NN NN NNNNGAGC T CCCTATTTACCCCAGGAGCC TACTTAAGGAGGAAATCCCCTA Show GI L -
CAGGTTTGACCGGATGECAGCAGEEEGCCCCCTCTTCGTAGATGTTACCTGECACCCAGCTEGAGACCCT [ Create Fiie | |€
GGCTCAGACAAGGAGACCTCCTCCATGATGATCECCAGCACAGCAGTAAACTACTGCGGCTTGGARACCA — F
TCCTGCATATEACCTGCTGCCAGCAGCGCCCOEAGGAGATCACAGGCCATCTGCACAGAGC CARGCAGCT rraores-awourthe Mthfr gene -
GGECCTGAAGAACATAATGGCGC TGAGGGGAGETETEECACCAGCACCCCTCETCTTTGEETTCTTGCTT Impaired folate 1-carbon metabolism causes
TCCTGAAGGCTTNNNNNNNNNNNNNNNN NNNNNNNNNNNNN NN NN NN NN NN formate-preventable hydroce [J Clin Invest 2020]
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ATGACCTCCAGCAACCCTGCAGACCCTGTAGGTGACCACTGGGAAGCAGAGGAAGGAGGCTTCAGCTATG One-carbon metabolism supplementation
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Step 6
The file will be downloaded in your computer and will open in notepad

click on the downloaded file to open

& C @ nchinlm.nih.gov/nuccore/AH007491.2?report=fasta aQ & 0 » €
& NCBI Resources (¥ & Sign in to NCBI
Nucleotide Nucleotide v/ | searcn

Advanced Help

CQVID-19 is an emerging, rapidly evolving situation.
Get the latest public health information from CDC: https:/iwww. coronavirus.gov .
o Get the latest research from NIH: https://www.nih.gov/coronavirus.
Find NCBI SARS-CoV-2 literature, sequence, and clinical content: https:/iwww.ncbi.nlm.nih. gov/sars-cov-2/.

FASTA = Send to:w .

Change region shown -
Mus musculus methylenetetrahydrofolate reductase gene, complete cds o

Customize view -
GenBank: AH007491.2
GenBank  Graphics
»AHBA7491.2 Mus musculus methylenetetrahydrofolate reductase gene, complete cds Analyze this sequence =
GGGTTTGGATACCAGCCCTATAATACCCCCGOCCCCCACCCTCTACAGCAGGAAT CCAGCCATGGTGAACG Run BLAST
AGECCAGAGGAAGTGGCAGTCCCAACCCGCGATCTGAGGGCAGCAGCAGTGECAGCGAGAGTTCCAAGGA
CAGTTCAAGATGTTCCACCCCCAGCCTGRACCCARAGCGGCACGAGAGACTCCGGRAGAAGATRAGGLGC Pick Primers

AGAATGGACTCTGGTGACAAGTGGTTCTCCCTGEAGTTCTTCCCCCCTCGAACTGCTGAGGGAGCTGTTA
ACCTCATCTCCAGGTGAGTAGGGAGGTTAATCCGCGEGGET CGGCAGGCTTCAGEGGAGCGTGNNNNNHN
NN NN MR NN NNR NN NRN NN NN NN NNNE NNNRNNNNN NN SRR ENNNNNERN NN NN Find in this Sequence
MNNNNHN MRS NN NS RN GAGC T CCCTATTTACCCCAGGAGCCTACT TAAGGAGGAAATCCCCTA
CAGGETTTGACCGGATGGCAGCAGGGEGCCCCCTCTTCGTAGATGTTACCTGGCACCCAGCTEGAGACCCT
GGCTCAGACAAGGAGACCTCCTCCATGATGATCGCCAGCACAGCAGTAAACTACTGCAGCTTGGARACCA

Highlight Sequence Features

TCCTGCATATGACCTGCTGCCAGCAGCGCCCOGGAGRAGATCACAGGCCATCTGCACAGAGCCAAGCAGCT Articles about the Mthfr gene s

GGECCTGAAGAACATAATGGCGC TGAGGGGAGGTGTEGCGCCAGCACCCCTCCTCTTTGGGTTCTTGLTT Impaired folate 1-carbon metabolism causes
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The nucleotide sequence in FASTA will open in notepad

Mj sequence (7).fasta - Notepad I

File Edit Format View Help

——>{>AH007491.2 Mus musculus methylenetetrahydrofolate reductase gene, complete cds
GGGTTTGGTACCAGCCCTATAATACCCCCGEOCCCCACCCTCTACAGCAGGAATCCAGCCATGGTGAALCG
AGGLCAGAGGAAGTGGCAGTCCCAACCCGEGATC TRAGGGEAGCAGCAGTGLRCAGC GAGAGT TCCAAGGA
CAGTTCAAGATGT TCCACCCCCAGCCTGLACCCAGAGI GRCACGAGAGAC TCOGLLAGAAGATGAGGIGC
AGAATGGACTCTGLTGACAAGTGLT TCTCCCTGGAGT TCTTCCOCCCTCGAACTGE TRAGGGAGC TGTTA
ACCTCATCTCCAGGTGAGTAGGGAGGT TAATCCGEGLGLETCGGEAGGEC TTCAGGGLAGCGTGNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNGAGC TCCCTAT T TACCCCAGGAGCC TACT TAAGGAGGAAATCCCCTA
CAGGTTTGACCGGATGGCAGCAGGGLGGOCCCCTCTTCGTAGATGT TACCTGRCACCCAGE TGRAGACCCT
GGETCAGACAAGGAGACCTCCTCCATGATGATCGCCAGCACAGCAGTAAAC TACTGCGGCTTGGAAATCA
TCCTRCATATGACCTGC TGECAGCAGCGOCCGLGAGLGAGATC ACAGGCCATC TGCACAGAGCCAAGCAGCT
GLGCCTGAAGAACATAATGOROGC TRAGGGGAGGTGTOGLGCCAGCACCCCTCCTCTTTGLGTTCTTGETT
TCCTGAAGGC TTNNNNMNNNNMNNNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNTC TGGAGGTCAGGGLACACCCAGTGACC
ATGACCTCCAGCAACCCTOGCAGACCCTGTAGGTGACCAC TGGGAAGCAGAGGAAGGAGGCTTCAGCTATG
CCACAGACCTOGTGAAGCACATCCGEACCGAGT TTGCTGACTAT TT TGACATCTGTGTGHCAGGTAAGTG
AGGACAGAGAAGGGTCAGGATGAGAGGATAGOCAGC TAGTC T TNNNNNNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MNNGCAGGTAGGT TGAGACCAGCCCCCCTACTCTTCTTGTCTCCTCC TGGTAGGT TACCCCAGAGGOCAC
COOGATGCAGAGAGE TTCGAGGATGACC TGAAGCAT T TGAAGGAGAAGGTATCTGCAGGOGCCGACTTCA
TTATCACTCAGCTCTTCT T TRAGGECAGCACCTTCTTCAGETT TGTGRAAGGCC TGCACAGAGATAGGCAT
CTCTTGCCCTATCCTGCC TGGGATC TTCOC TAT TCAGGTGAGGGGE TTGLLAGGACCTGATTCCCTCCGT
CCAGTGCATGCGGAAGTNNNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNC AGTGGAGCATAGGOCAGAGATG
ACCCCATGLCCCTTGTGTETCTGACAGGGC TACACT TCCCT TCGGCAGC TTGTAAAAC TGTCCAAGC TGS
AGGTGCCACAGAAGATCAAGGATGTAAT TGAGCCCATCAAAGAC AACGATGCTGLCATCCGCAACTACGG
CATTRAGCTGGCTGTAAGGC TATGLCGGLAGC TG TGGACAGTGLETTGLTGOCAGGCC TCCACTTCTAT
ACCCTCAACCGCGAGGTGLECACCATGGAGETGE TAAAGCAACTGLGCATGTGGACCGAGGACCCCAGGT
GAGCGLGTGLAAGC TRGAGGCATACCCATGAGTCAGAGTC GCGCAGGTGNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MMNNNNNNC TAGC TCAGTC TACCTAAGCCCTTGTCTT T TCCCTCTICC T TCCCTCCAGGOGTOCCTTGEC
CTGGGCTCTCAGTGEGCATCCCAAGC GOCGLLAGGAAGATGTCCGTCCCATCTTETGGGOC TCCAGACCA
AAGAGCTACATCTACCGCAC ACAGLRACTGLEATGAGT T TCCTAAC GLICGCTGGTGAGGAGAGAAGCCAG
GGGGTGTTAGGAATTGCTGGTGLCTGLLTGEAANNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNAAT AGGA




To rename the file and save it in your computer in any folder

click on file and then on save as
|

-

Mj sequence (7).fasta - Notepad
Edit Format View Help

New Chrl+ M methylenetetrahydrofolate reductase gene, complete cds
CCCCGGCCCCCACCCTC TACAGCAGGAATCCAGCCATGGTGAACG
Open... Ctrl+ 0 CCCGCGATCTGAGGGCAGCAGCAGTGGCAGC GAGAGTTCCAAGGA
CTGGACCCAGAGC GGCAC GAGAGACTCCGGGAGAAGATGAGGCGC
Save Ctrl+5 CTCCCTGGAGTTCTTCCCCCCTCGAACTGC TGAGGGAGCTGTTA
TS Cave As.. GTTAATCCGCGGGGGTC GGCAGGC TTCAGGGGAGC GTGNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNY

GCTCCCTATT TACCCCAGGAGCCTACT TAAGGAGGAAATCCCCTA

Page Setup... GGCCCCCTCTTCGTAGATGT TACCTGRCACCCAGEI TGRAGACCCT
Print... Ctrl+P TGATGATCGOCAGCACAGCAGTAAAC TAC TG GGETTGLAAACCA
GCGCCCGOAGGAGATCACAGGCCATCTGCACAGAGCCAAGCAGCT

. AGGGGAGGTGTGGCGCCAGCACCCCTCCTCTTTGGGTTCTTGETT
Exit MNMNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
MNMNNNNMNNNNNNNNNNTC TGGAGGTCAGGGLACACCCAGTGACC
ATGACCTCCAGCAACCCTGCAGACCC TGTAGGTGACCACTGLGAAGC AGAGGAAGGAGGCTTCAGITATG
CCACAGACCTOOTGAAGCACATCCGRACCGAGTTTGC TGACTAT T T TGACATCTGTGTGGCAGGTAAGTG
AGGACAGAGAAGGGTCAGGATGAGAGGATAGCCAGCTAGTCTTNNNNNNNNNNNNNNMNNNNNNNNNNNM
NNNNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNGCAGGTAGGT TEAGACCAGCCCCCCTACTCTTCTTGTCTCCTCCTGGETAGGT TACCCCAGAGGCCAC
CCCGATOCAGAGAGC TTCGAGGATGACC TGAAGCAT T TGAAGGAGAAGGTATC TGCAGGLGLCGACTTCA
TTATCACTCAGCTCTTCT T TGAGGECAGCACCTTCTTCAGCTT TGTGAAGGIC TGCACAGAGATAGGCAT
CTCTTGCCCTATCCTGCCTGGEATC T TCCC TAT TCAGGTGAGGGGC T TGGGAGGACCTGATTCCCTCCGT
CCAGTGCATGLGGAAGTNNNNNNNNNNNMNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN N
MNHNNMMNNNNNNNNNNMNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNC AGTGGAGCATAGGCCAGAGATG
ACCCCATGOCCCTTGTGTCTCTGACAGGGI TACACT TCCCTTCGGCAGC TTGTAAAACTGTCCAAGETGG
AGGTGEOCACAGAAGATCAAGGATGTAAT TGAGCCCATCAAAGAC AACGATGCTGCCATCCGCAAC TACGG
CATTGAGCTGGCTGTAAGGC TGTGLCGGGAGC TG TGGACAGTGLC T TGGTGLCAGGCCTCCACTTCTAT
ACCCTCAACCGCGAGGTGGCCACCATGGAGGTGC TAAAGC AACTGGGCATGTGGACCGAGGACCCCAGGT
GAGCGGTGGAAGE TGRAGGCATACCCATGAGTCAGAGTCGCGCAGETGNNNNNNNNNMNNNNNNNNNNNN
MNMNMMNMNNNNMNNNMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNMNNNNNNNMNNNN
MNNNNNNNC TAGC TCAGTC TACCTAAGCCCTTGTCT I T TCCCTCTTCCTTCCC TCCAGGCGTCCCTTGEC
CTGGGCTCTCAGTGCGCATCCCAAGE GOCGGGAGGAAGATGTCCGTCCCATCTTCTGGGCCTCCAGACCA
AAGAGCTACATCTACCGCACACAGGAC TGLGATGAGT TTCCTAAL GGLCGC TGLTGAGGAGAGAAGCCAG
GGGGTGTTAGGAAT TGCTGGTGCCTGGGTGGAANNNNNNNNNNNNNNNNNNNNNNNNMNNNNNNNMNNNN
MNNNMMNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNSNNNNNNNNNNNNNAATAGGA
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